Results:
In case of HinfI and TaiI enzymes RFLP were observed (Figure) . Molecular basis of LDHA/HinfI and TaiI polymorphisms were T/G (at position 675) and A/G (at position 252) substitutions in intron 4 of LDHA gene, respectively. In case of LDHA/HinfI polymorphism frequencies of genotypes in the homing and non-homing group of pigeons were similar (χ 2 =1.89). (Table 1 ). Statistical significant differences between homing and non-homing pigeons were observed in genotypes frequencies for LDHA/TaiI polymorphism (χ 2 =20.54) and also haplotypes frequencies (χ 2 =29.41) ( Table 2 ). The higher frequency of LDHA/TaiI A detected in the group of homing pigeons and its effect on homing performance should be verified in further, more advanced studies. 
